
−7.79

−3.33

1.14

5.61
hsa−miR−301b

G
S

Z
mBL
intermediate
non−mBL

PRKAR2BMYBBCL2BCL2BCL2RNGTTRNGTTRNGTTSCML2ZNF711VPS37BPTPRGHHEXHHEXSATB2U2SURPMPHOSPH9SLC35D1SLC35D1ZCCHC14BRWD1PLEKHF2BRWD1BCL11ABCL11ABCL11AVGLL4VGLL4GPATCH8PLEKHB2TMEM159SNX27SECISBP2LCEP350TRAK2DYNC1LI2PPP2R1BRNF2VANGL1SPATA2OTUD3MTMR9CREB5CDK19TSPYL2POGZRNGTTTARDBPPOGZATG16L1LRP8LRP8EEDZNF451SEL1L3SEL1L3KLHL24KLHL24H3F3BGADD45BGADD45BGADD45BLDLRLDLRCALUCALUCDV3PTP4A1CD164GALNT4CNOT4FNDC3APRNPPLPBPSP1ATP6V1C1PAFAH1B1SLC6A6DESI2WEE1PPP2R1BPPP2R1BSPATA2ASXL1MYCBPMPHOSPH9RNF41RNF41E2F2EIF5A2SMAD5SMAD5BAG5DESI2PTPN4ENDOD1DYRK2DYRK2DYRK2SLC4A7SLC4A7SLC4A7DNAJB9MOB4ENPP4ENPP4MAP4SZRD1SZRD1TBL1XR1USP46USP46CDK19TOM1L2SNX16KLHL20ARHGAP12ZBTB18TGFBR2AGFG1RFX7JARID2MAP4MID1IP1HIPK3HIPK3BCL2L11BCL2L11ARID1AARHGAP1QKICYBRD1MREGHES1HES1LAMC1METINSIG1DCAF8DCAF8HOXA5DENND4CSTAT3STAT3CLIP1CLIP1KLF11BMPR2BMPR2TGIF1TCF4TCF4TCF4TCF4TCF4TCF4CADM1CADM1CADM1PDE4DPDE4DPDE4DHEG1ATXN1ATXN1RRAGDRRAGDUBE2D1SGK3BTBD3SPARTTRIM2TRIM2TRIM2FAM46ASTX12EGLN3ACVR1QKISH3BP4SASH1NRP1NFIBHEG1ASAP1STC2PMEPA1ENAHTMEM45ADLC1CAMSAP2CAMSAP2MAP7MAP7MAP7FRZBFRZBMAFPRUNE2METMETMETVCANVCANVCANVCANVCANSOX4SOX4SOX4SOX4

−2.3 2.3∆ e



−6

−4

−2

0

2

4

6

hsa−miR−301b
G

S
Z

on
−
off

# features = 597

1

6



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

hsa−miR−301b
G

S
Z


